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SEQUENCE LISTING 

< 1 1 0> Japan Science and Technology Corporation 
<120> A novel C-type lectin and its genes 
<130> JA904071 

<150> JP 11-293724 

< 1 5 1 > 1 999-1 0-1 5 

<160> 2 

<210> 1 
< 2 1 1 > 2517 
<212> DNA 
<213> Mouse 

<400> 1 

cggtctgtta ctcttgaact tttaaaaaga gggccaagga ttcaccattc aagactcact 60 

ttccaggggc tctttctaaa ctgagaagag aaggaaaagg aagaaaggca ggaaaaagga 120 

agaatgaatt caaccaaatc gcctgcatcc caccacacag agagaggatg cttcaaaaac 180 

tcccaagtgc tctcctggac gatagccggg gcctccatcc tgtttctcag tggctgtttc 240 
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atcaccagat gtgtcgtaac aiatcgcagc tclcaaalit ccgggcagaa cttacagcca 300 

catagaaata ttaaggagct ttcctgctac agtgaggcal caggllcagt caagaattgc 360 

tgtcctttga actggaaaca tiatcaalct agtlgltatt ttltctctac gacaaccttg 420 

acctggtcat caagtttaaa gaattgctca gacatggggg ctcacctggt ggttalcgac 480 

acacaggaag agcaggaatt cctttttcgc acaaaatcta aaaggaaaga gttttatatt 540 

ggactgacag accaggtggt ggagggtcag lggcaatggg aggatgalac acctttcaca 620 

gagtccctga ccttctggga tgctggggag cccaacaata tagttttggl ggaggactgt 680 

gccaccataa gggactcttc aaactccagg aagaactgga atgataatcc ctgttlctac 720 

agtatgcctt ggattlgtga gatgccagaa ataagtcctc aggactaagt gcaaggaaat 780 

acaagggaca tggcttacat gcalgaagaa gaacaagagt gaalgtaala acaaccaaaa 840 

tccaacataa gaaaatatcl atcaggcalc agaaggactg cacatgtatg tattactggg 900 

acataagtaa aaagacltgt tcccattgct aaaagtccac agcattgtcl gatggtcttg 960 

ccalaacctg aaagatctct ttttagactg tacagatcaa ttctctaaca aatgcaacaa 1020 

gaagaaaggg attctccttt tcacalctgt cttgcacatc tgtcttgctc atgagaatlg 1080 

atatgaagga agaggtagaa agcagatgtc tgtataaaga gactttaatg gicactatgl 1140 
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catcclgttc Utciacaic cttggctcia gcttatctat clatcagtac alagalcact 1200 

tctgtgttct ccaacagtga ggaagaigca tctttgaglc 1 1 t aaac i t a cctgccgctt 1260 

gggagaatgg catggccttc agcaaggaca tctccaiatg gaaaggccgg tcaaacltca 1320 

gtlcclaaca gattgtgalc tagtccactc itcctggagc cccattttct ctgtgltctc. 1380 

ttctataaac tggatttcac cigtacttgt alctactgcg caagtagaac cigctcagla 1440 

ggltcaaagt gaaattattt aaaaaltcat gltcacattt ttclgtctca ggaclgcati 1500 

iatigcatga iattctgtca atatagacca tgtttcttcc agacaaagcc caltaggaac 1560 

ttcagcagca gtcacacait gtaataaaca tgtaiccltg agtaggaaaa ttaaactaaa 1620 

laaattaatt tgtcatatta gcactcatta cgagcacttc tattagactt tctcacaatc 1680 

Igattttgaa attgataacc ttattttaaa tacaaatata icttacaacc acacatttga 1740 

cttctctttt taaaattatt tttgtttgaa aattttgtgc atttaiataa ttcactttta 1800 

atgaacccat ccttactctc clcactacaa cctgctccta tccacctcac tgatttlccc 1860 

tcccaatttc atgtgctcct ctitgtttta aacccactct alctgctcag tgcttcctga 1920 

atgcacttga gtataaggct itclaclgga ccatagcctc tcggcaacca catcccatac 1980 
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tccacctgct ccagcaggga acaatagcca attgaccalc 1 1 cage I gag ga 1 gga 1 1 1 c 2040 

algagctcca tgccaltcat gctggaalti gggttgtttl atgtaacctl iallatattg 2100 

tgctalctct tcigtalccc tagaatctel aggagcttca tattaaaaga tlctgaattc 2160 

catcaaaggg cacacaaaga aatcacaaag accatgtggl ttctgtcctt gggtttattl 2220 

gcaaggttca ttacactcci tgacltgtat alatlgtgac atccctccat ctctaggalg 2280 

aaactgaagt gatcaigata gataaclilt ggatcttttc acttttctat tgctgtgatg 2340 

aaacatgacc caaaactatc ttgggccggg aaaaltttaa tttatcttaa cataaatttc 2400 

ciatttagaa attggacagg tggggaatca tccaaltgaa aclcgaaaaa tgtagtgtti 2460 

tgtacattag gttacagaaa aacaactlla gecacaaaaa taaagtaata aactatt 2517 



<210> 2 
<211> 214 
<212> PRT 
<213> Mouse 

<400> 2 

Met Asn Ser Thr Lys Ser Pro Ala Ser His His Thr Glu Arg Gly Cys 

15 10 15 

Phe Lys Asn Ser Gin Val Leu Ser Trp Thr He Ala Gly Ala Ser He 
20 25 30 
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Leu Phe Leu Ser Gly Cys Phe He Thr Arg Cys Va I Val Thr Tyr Arg 

35 40 45 

Ser Ser Gin He Ser Gly Gin Asn Leu Gin Pro His Arg Asn lie Lys 

50 55 60 

GIu Leu Ser Cys Tyr Ser Glu Ala Ser Gly Ser Val Lys Asn Cys Cys 
65 70 75 80 

Pro Leu Asn Trp Lys His Tyr Gin Ser Ser Cys Tyr Phe Phe Ser Thr 

85 90 95 

Thr Thr Leu Thr Trp Ser Ser Ser Leu Lys Asn Cys Ser Asp Met Gly 

1 00 1 05 1 1 0 

Ala His Leu Val Val He Asp Thr Gin Glu Glu Gin Glu Phe Leu Phe 

115 120 125 

Arg Thr Lys Pro Lys Arg Lys Glu Phe Tyr He Gly Leu Thr Asp Gin 

130 135 140 

Val Val Glu Gly Gin Trp Gin Trp Val Asp Asp Thr Pro Phe Thr Glu 
145 150 155 160 

Ser Leu Ser Phe Trp Asp Ala Gly Glu Pro Asn Asn He Val Leu Val 

165 170 175 

Glu Asp Cys Ala Thr He Arg Asp Ser Ser Asn Ser Arg Lys Asn Trp 

180 185 190 

Asn Asp lie Pro Cys Phe Tyr Ser Met Pro Trp He Cys Glu Met Pro 

195 200 205 

Glu He Ser Pro Leu Asp 
210 214 
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